SEQUENCE LISTING 



VGENERAL INFORMATION: 

(vi) APPLICANT: 

(A) NAME: BIOVATION LIMITED 

(B) STREET: Crombie Lodge, Aberdeen Science Park, Balgownie Drive 

(C) CITY: Aberdeen 
:) COUNTRY: United Kingdom 

(tU POSTAL CODE (ZIP): AB22 8GU 

(ii) TITLEVOF INVENTION: Improvements in or Relating to Peptide 
Delivery 

(iii) NUMBER o\ SEQUENCES : 

(iv) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER :\IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Pa\entln Release #1.0, Version #1.30 (EPO) 
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INFORMATION FOR SEQ ID NO:\l; 

(i) SEQUENCE CHARACTERISTICS^ 

(A) LENGTH: 36 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 
GCAGCCGCGA AGTATATCTG CAACTCATCC TGCATG 
(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
CATGCAGGAT GAGTTGCAGA TATACTTCGC GGCTGC 
(2) INFORMATION FOR SEQ ID NO: 3: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
GCAGCCGCGG GAATACTAGG GTTCGTATTT ACACTA 
(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 
TAGTGTAAAT ACGAACCCTA GTATTCCCGC GGCTGC 
(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 
GGCCGCTACG GACGAAAGAA GAGGCGTCAA CG AC GCAGAC CA 
(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
TGGTCTGCGT CGTTGACGCC TCTTCTTTCG TCCGTAGCGG CC 



